Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.051; wR factor = 0.152; data-to-parameter ratio = 11.8.
The title complex, C 26 H 38 N 4 O 4 , was synthesized by the reaction of 4-diethylamino-2-hydroxybenzaldehyde with 1,4bis(aminooxy)butane in ethanol. It crystallizes as discrete centrosymmetric molecules adopting an extended conformation where the two salicylaldoxime groups are separated from each other. Intramolecular O-HÁ Á ÁN hydrogen bonding is observed between the hydroxy groups and oxime N atoms. Intermolecularstacking interactions [3.979 (2) Å ] between aromatic rings are apparent in the crystal structure. Each ethyl group is disordered over two positions; in one the site occupancy factors are 0.55 and 0.45, in the other 0.53 and 0.47. Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. groups separated from each other.
The oxime groups and phenolic groups adopt a trans conformation about the C═N bond, and there is a strong O-H···N intramolecular hydrogen bond, O2-H2···N1 (d(O2-H2) = 0.820 Å, d(H2···N1) = 1.913 Å, d(O2···N1) = 2.639 (2) Å, <O2-H2···N1 = 147.01°). The carbon atoms of N,N'-diethylamino of the ligands (C10, C11, C12, C13 and C10', C11', C12', C13') are disordered over two different positions, which were allowed for during refinement. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.115 (10) 0.007 (5) 0.027 (7) −0.001 (6) C13 0.083 (7) 0.086 (7) 0.106 (9) −0.006 (6) 0.003 (7) −0.012 (7) 
